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W 213 Artificial or Unknown found in <213> in SEQ ID 
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Sequence Listing 



<110> Huang, Qingshan 
Li, Guodong 

<120> A GROUP OF SYNTHETIC ANTIMICROBIAL PEPTIDES 

<130> HO 757. 70 00 0US0 0 

<140> 10526267 
<141> 2007-11-02 



<15 0> PCT/CNO 3/0 0522 

<151> 2003-07-01 

<150> CN 02136766.3 

<151> 2002-09-02 

<160> 54 

<170> Patentln Version 2.1 



<210> 1 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> misc_feature 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> misc_f eature 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> misc_f eature 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 1 

Arg Phe Arg Leu Val Arg Arg lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 2 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MISC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 2 

Arg Phe Arg Leu Val Arg Arg lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 

<210> 3 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 



<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 



<220> 

<221> MISC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 3 

Arg Phe Lys Leu Val Arg Arg lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 4 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 4 

Arg Phe Lys Leu Val Arg Arg lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 5 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 



<220> 



<221> MI SC_FEATURE 

<220> 

<221> MISC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 5 

Arg Phe Lys Leu Val Lys Arg lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 

<210> 6 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 



<400> 



6 



Arg Phe Lys Leu Val Lys Arg lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 7 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 7 

Arg Phe Lys Leu Val Lys Lys lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 8 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 



<223> 



Xaa=Gly or Ala or Val or Leu or lie or Phe 



<220> 

<221> MISC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 8 

Arg Phe Lys Leu Val Lys Lys lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 9 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 9 

Lys Phe Lys Leu Val Lys Lys lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 10 

<211> 23 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 10 

Lys Phe Lys Leu Val Lys Lys lie Val Leu Ala Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 11 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 



<223> Xaa=Lys or Arg 



<400> 11 

Arg Phe Arg Leu Phe Arg Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 

<210> 12 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MISC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 12 

Arg Phe Arg Leu Phe Arg Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 

<210> 13 
<211> 19 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 



<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 13 

Arg Phe Lys Leu Phe Arg Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 14 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 14 

Arg Phe Lys Leu Phe Arg Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 15 
<211> 19 



<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MISC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 15 

Arg Phe Lys Leu Phe Lys Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 16 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 



<222> (15,19,23) 
<223> Xaa=Lys or Arg 



<400> 16 

Arg Phe Lys Leu Phe Lys Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 17 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 17 

Arg Phe Lys Leu Phe Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 18 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 



<223> 



Xaa=Lys or Arg 



<220> 

<221> MISC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 18 

Arg Phe Lys Leu Phe Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 19 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 19 

Lys Phe Lys Leu Phe Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 20 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MISC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 20 

Lys Phe Lys Leu Phe Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 21 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 



<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 



<220> 

<221> MISC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 21 

Arg Phe Arg Gly Val Arg Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 22 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 22 

Arg Phe Arg Gly Val Arg Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 23 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 



<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MISC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 23 

Arg Phe Arg Gly Val Lys Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 
<211> 
<212> 
<213> 



24 
23 
PRT 

Artificial 



Sequence 



<220> 

<223> Synthetic Polypeptide 



<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 



<400> 24 

Arg Phe Arg Gly Val Lys Arg lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 25 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 25 

Arg Phe Arg Gly Val Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 

<210> 26 

<211> 23 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 



<220> 



<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 26 

Arg Phe Arg Gly Val Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 



<210> 27 

<211> 19 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic Polypeptide 

<220> 

<221> MI SC_FEATURE 

<222> (12,16) 

<223> Xaa=Lys or Arg 

<220> 

<221> MI SC_FEATURE 

<222> (13,17) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19) 

<223> Xaa=Lys or Arg 

<400> 27 

Lys Phe Arg Gly Val Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa 



<210> 28 

<211> 23 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic Polypeptide 



<220> 

<221> MI SC_FEATURE 

<222> (12,16,20) 

<223> Xaa=Lys or Arg 

<220> 

<2 2 1 > MI SC_FEATURE 

<222> (13,17,21) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (14,18,22) 

<223> Xaa=Gly or Ala or Val or Leu or lie or Phe 

<220> 

<221> MI SC_FEATURE 

<222> (15,19,23) 

<223> Xaa=Lys or Arg 

<400> 28 

Lys Phe Arg Gly Val Lys Lys lie Leu Val Gly Xaa Xaa Xaa Xaa 
5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 



